BIOTECHNOLOGY 




RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 09/937. 0(7? 




T>ate Processed by STIC: ^}lSfa<k?-X. 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21 help@uspto.qov or phone 703-306-4 11 9 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help(£:uspto.gov or phone 703-306-41 19 (R. W ax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://w>v n vv.uspto.gov/\veb/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including; a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to th e in di cated addresses: 

1. EFS-Dio (<http://ww>v.uspto.gov/ebc/efs/do\vnloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Ul Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 



U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03 T Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1 B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 

Revised 01/29/2002 



Or 



ERROR DETECTED 
ATTN: NEW RULES CASE. 



1 _ _ Wrapped Nucleics 

Wrapped Aminos 



srCCFSTFD CORRECTION 



SERIAL NUMBER: 



PLEASE DISREGARD FN C 1 .1 SI I -ALri! \- HEAD EI'-S, WlflCH WERE INSERTED 11V l'TO SO EI W A R E 



The number text at 'he en J of each line "wr 
i*.as retrieve J in a word processor afUr ere 
prevent "wrapping." 



t to the next line. This may occur if your 
-se. adjust your nghl margin to .3; this will 



^Invalid Line Length The rules require that a line not exceed 72 charact.rs in length. Tliis includes white spaces. 



3_ Misaligned Amino 

Numbering 



Variable Eeni;th 



Patentln 2.0 

"bug" 



_Skipped Sequences 
(OLD RULES) 



_Skippcd Sequences 
(NEW RULES) 



9 Use of n's or Xaa's 

(NEW RULES) 



10 Invalid <213> 

Response 



'I "he numbering under each 5* am;:-. ) acid is r.i :.ili Tied. Do not use tab codes between numbers, 
use space characters, instead 

The submitted file was not saved in ASCII(DOS > t :\t, as required by the Sequence Rules. Tlea.se 
cruure your subsequent submission la saved In ASCI I tcit. 

Sequencers) contain n's or Xaa's representing more thin one residue. Per Sequence Rules, 

each, n or Xaa can only represent a single rcinlne. I'lea .■: present the maximum number of each 
residue having variable length and indicate in the < 220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the -:220>-<223 > section to be missing from amino acid 

:.cquences(s) Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please ni mually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence ThLs applies to the mandatory <220>-<223> section* for 
Artificial or Unknown sequences- 

Sequencei's) missing. If intentional, pleas; insert the following lines for each skipped sequence: 

i 2) INFORMATION FOP. SEQ ID NO:X: (ir.s:n !EQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

ixi) SEQUENCE DESCRIPTION SEQ ID NOX: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



Sequence* s) _ 



_ missing. If intentionaJ. please insert the following lines for each skipped sequence. 



<2I0> sequence id number 
<40Q> sequence id number 

000 

Use of n's and'or Xaa's have been detected in the Sequence Listing. 

Per 1.S23 of Sequence Rules, use of <220>-< 223> is MANDATORY if n's or Xaa's are present. 

In <220> lo <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rilled, the only valid -'2 1 3^ responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2I3> response is Unknown or 
is ArtificiaJ Sequence 



Seque ncers) _ 



missing the <220> "Feat ure" and associated numeric identifiers and r esponses. 



Use of <220> to <223> is MANDATORY if =213 '• "Organism" response is "Artificial Sequence" or 
"Uiiknown." Please explain jource ~T gene he mat rrialin ■■22C> to <223> section. 

lSee -FeJei^ Register?" 06/0 U 19>S. Vof 63. No. lO-^pp 29631-32) (Sec. 1.823 of Sequence Rules) 



Please do not use -'Copy U Disk" Junction cf Pate tin version 2.0 This causes a corrupted file, 
: e..u!ting m missing mandator.' numeric i den!::" err. and responses (aa indicated on raw sequence 
listing). Instead, please u^e "File Manager" or an> other nLanual means to copy file to floppy di^k. 



n can onlv be used :o represent a Single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide 



A.MO'MH - Biotechnology Systems Branch - OS/2 1/2001 
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PCT09 



RAW SEQUENCE LISTING 

; .-\ ; i applica : i : us/09/9: 



A: \P225L7PC . txt 

N:\CRF3\0 5 L 5 2 0 0 2 \ I 9 3 7 0 0 9 . raw 



\PPL ECAN r : 



Aiessi, Dario 
A tmd ha ra n 



25 
29 
J 1 
35 
37 
39 
43 



: i :. ;■ : , ill cahrd 
Dev.: no s . Peter 
C a s ainayor , Antonio 
-.-120-- T'"':.E OF INVENTION: Enzyme 

! <<),■ rile reference : O02.ooi~ , o 

-;I40,- CURRENT APPLICATION NUMBER: 09/937,009 

1 4 1 ■ CURRENT FIRING DATE: 2000 -0 3 - L7 

c!i3U. PRIOR APPLICATION NUMBER; PC T/G30 0/0 1 0 0 4 

• i:5I ?R .: jH RILING DATE 2 0 0 0 - 0 J - 1. " 

:160: NUMB ER OF SEQ ID NOS : 21 

: 1 7 0 . • SO f I WA RE : Pa ten 1 1 a Ve r . 2 . 0 

.:2 10: SEQ ID NO : 1 

■:211:- LENGTH: 2 4 . 

;212: TYPE: PRI^-— 

:213: ORGAN ISM(: Artificial Ssgue 

;220: FEATURE: 

"223: OTHER INFORMATION: Doscript: " 

■400- R LICENCE: 1 

Arq '■It Pro A rq lie Leu Ser Glu G L . 



Pile Asp 



Ala Asp Trp 



) 




-/r- ; 



r 



R AW I^K7''F!N r E! T [ ? T T " r . 



A:\P22517 PC .txt 

N : \C R F 3 \ 0 5 L 5 2 0 0 2 \ I 9 3 ~* ■ ,7 ? . r a w 



13 0 .. i ORGAN r C A r tr'i r ' i. C i. a i. 

I ^ ■ j jo. feature : " ' -- — -— 



1 .; 1 -2 2 3. OTHER INFORMATION: i'.'S xipLion of A r t L I : c l a 1. 5equonce',pep L 
].-i c . ■-.-10 0'- SEQUENCE : 4 " 



l c 3 Leu Met Asp Lys Lys VaL Lys Pro Pro Phe lie Pro Thr Tie Arg GLy 

1 r A rq C I u Asp Va 1 S e r A s n P h ^ A s p Asp Gl.u P h o r h r S^r G 1 u A la Pro 

!£■ f. .: lo :,eL Thr Pro Pro 
It"' 5 C 

17 j ■■2 10: SEQ ZD NO: 5 

177 <:212r TYPE PRT _ 



L?9 o 2 1 3 : O RGAIJISM : (A r t i fi c i a 1 Sequence x 

18 3 -.2 2 0- FEATURE: ^ 

185 -;223:- OTHER INFORMATION: Description of Artificial Sequence*', pep t icie ' 

189 0;) SEQUENCE: 5 ~ 

1°1 Asp Glu Asp Ala lie Lys Arg lie Asp Gin Ser Glu Phe Glu Gly Phe 

l c '3 1 5 10 15 

197 Glu 'yr lie Asn Pro Leu Leu 

207 :2]G. SEQ 7D NO: 0 

2-}"' ^211: LENGTH: 6 

209 v.JL2- TYPE PFT.. ~ 

211 '"2 13:- ORGANISE Artificial Sequence^ 

215 ■ 2 20> FEATURE: ~—- _ ' 

2 1 "2 2 3^> OTHER I N FOR MAT I • >N : Pe s ^ r L p t ion of Art l : : ; a 1. S^qw^nc^": p-pO-.:- 

2.1. ■ i TO > SEQUENCE : 6 ' 



lc: ( ' C'rt.> Ourhoid Wrlo-ono 



RAW SFOf.'FNCE LISTING 

; ; n i. : '-\ : : n : cs/09/9 j 7 , 00 9 

Input. :-'-»* : A:\P225L7PC.txt 

^-^ : N:\CRF3\05152002\I9 3700 9 . r.iw 



■N : n.?:-;-:r LnMon fit. Ar* 



2 7 v .'2 2<'- ' FEATURE : 

■"■ ■- 2 2 : fUHKR LN OjL!- 

2~ 7( ' • -'ton SEQUENOE: 8 

2H\ t 'ro Hls Ptie Plu> Glr. Phe Ser I"hr Ser Ala Ser 
2 8 ■■ 1 10 

2 8' - - 2 :.(■- SEQ I D N< ■ : 9 

. -i ' ' ' i . F N i I'M : 



:21.<: ORGAtllSri.^rtTTficial Sequence ^ 
.2 2(i. FEATURE " " ~ 

; 2 .< OTHER INFORMATION : Description of Artificial Sequence: 

■:of:- sequenci: 9 
:'hr Phe Cys / Thr Pro Glu Phe Leu 



pep*: 



'■IS 



3 19 
> 2 i 



3 1 

: 'S ?■ 



.■ :> i 

• 5 3 



:2lU ■ SEQ ID '*■'> 

2..:.- LENGTH: ■ 

:212.- TYPE PR! 

,2I2:- ORGANISM.:" 

:22(<- FEATURE 



tificiai Sequence ^ 
OTHER INFORMATION: Description of Artificial Sequenc^: peptide" 



4 0 J SEQUENCE: 10 
Phe Glu Gly Phe Glu Tyr 
1 " r. 

210:- SEQ ID NO: 11 

2 LENGTH: 13 

2 1.v ORGAN I SM<; A-r^fTTi c i a 1 Sequence, 

.2 20 FEATURE: " ~ 

:22. : - ■ OTHER 1 N FORMAT TON : Description of Artificial Sequenced: 

:40U- S EQU ENO F : II 

Ara Gl. t. Arc.? Ty r Gin Ser His Pro Asp Ala Ala Ya i G 1. n 



pep t i ie 



10 



1 . 



3 OutlMk! \M-h'/7f)(W.h:ni 



F AW S P:0 V F, U ^ F. I TST I NC 



A:\P2J5L7PC.txt: 
N : \ C R F 3 \ 0 3 L 5 2 0 ■ ) J 



i]7009.raw 



1 1. ^ 


9 1 0 


> S;-"0 I P r J * ~- : 1 4 














\ :. 7 
I L <» 


- J ! 1 
■9 1 2 


I'VPK: PHI 














4 J 1 


< . 1 3 


- 0 PG AN ISM; Artificial Sequence 












-■■ ^ 2 0 


■ FEATURE: 












! j ; 


-■ , 2 3 


- «the-:r E N FOP MAT I ON : De s c r i p t i - a 
9 i! fm ' 9 : ! 1 






i f L 0 : a 1 


Sequer. 


c popt :.de 


4 3 5 


1 


5 




10 




; '. ■ ■ 9. s [ ■ 




' ■' ■ ■ "■ ~ 1 


4 j ? 


.^m 


lot A^p Ly-- lys 


Vai Lys P 1. j Pro r 




i 


Fi'j :hr 


iir-j 9 


l: G-y 


4 4 1 




2 0 


2 






: • • 


3 0 
G ! ■ ; -"■ 




4 4~ T 


9 


35 


4 0 






4 5 






4 5 J. 


: le 


Leu Thr Pro tro 


Arg Ola Pro Arg 




p^-u 


Ser Glu 


Giu 




45 3 




5 0 


5 5 






6 0 






t ' "' 


; r 9 a 


Per I'lit? Aig Asp 








Trr 9ys 






459 


6 5 




70 




7 5 








46 5 


■ .2 10 


S EQ I D NO : L 5 














46^ 


: 2 1 1 


■ LENGTH: 7 7 














4 69 


-:212 


• TYPE; : PRT; . 














471 
475 


-:213 
■ :220 


• ORGANISM^ Art 

• FEATURE: 


ificial SequejTC^ 












■1-77 

1 3 I 


: 2 2 3 
:4 0 0 


■• OTHER INFORMATION: Description 
■ SEQUENCE: 15 


c f 


A rt 


ificial 


S e q u e r 


ce^pept ide 


4 « .3 


1 ; l i 1 


Asp Vai Lys Lys 


Gia Pro Phe Phe . 










i u A 1 a 


4 9 5 


















4b9 


2e u 


2 0 


Leu Pro Pro Pro 






Pro rhr 


3 0 




4 9 5 
1 9 ~ 


A rg 


Thr Asp vai Ser 


Asn Phe Asp Glu <. 


j iu 


P 9. e 


Thr Gly 
4 5 


GLu A 


la Pro 


5 :■ 1 


Thr 


Feu S^r Pro Pro 








Thr -la 


A 1. a G 


L u ' 1 n 




■> 1 , 


9:9 -9 N 1 "> : In 















:k\ (' ( 



:tc OwthoiJ \\rh;."70()9.litni 



P AW SKQ U E N C K L T S T T M G 

■;- ■• : ■■.>: : ■ : : : : ts 019/9 1: . 009 



A:\P22517PC.txt 

N : \CF.F 3\0 5 1 5 20 0 2\ 19 5 7009. raw 











A s i ) 




















• l'i A 


r ■ t A f'T P r o 


His 


Phe 

7 0 


Pr- Gin 


P y. 






S.-r 




sor 


iii r .-a -l 


- 


2 1 0 ■" 


S Ei j [ [) NO : 


17 


















■■" 3 


• , 2 1 1 : - 


L E N G T H : 7 5 






















'_ ■" 5 


■..212: 


I i t'h , P R 1 
























■21 L' 


ORGANISM : ^ 


Artificial Sequc 


IK'O 
















~ '] 


:■' PA 1 '.} [ 2 


RMA 


I I 0 N 










. l 






% ' - : . 2 '-. 


c 8 7 


G 4 0 0 > 




17 




















8 'J* 
- ' " 


1 


iu Va _ G ... n 


Ala 
5 


His 


Pro ['lie 


Phe 


Arg 
1 0 


H 1 3 


Ile 




I rp 


G 1 u G 1 Li 








Lys 


Val 


Gla Pro 


Pro 






P ro 


L, - 1 ! 




., . r: oe r 


- m / 






















3 0 




f 0 1 


j 1 Ll 0 


l'i Asp Val 


Ser 


Gin 


Phe Asp 


Ser 


Lys 


Phe 


Thr 


Arg 


Gin 


Thr P r o 


f: 0 J 




3 5 






40 










4 j 












Asp 


Asp 


Ser Thr 


Leo 


S e r 








A s r i 


Gin Val 


6 09 




50 






55 








60 








r ' 1 


, ; he L 


ei. Oly Phe 


Thr 


Tyr 


Val Ala 


Pro 


Ser 


Val 












6 5 














7 5 










6 21 


: 2 1 0 : - 


SE'J ID NO: 


18 




















6 23 


:211: 


LENGTH: 8 2 






















6 2 5 


: 2 1 2 :■ 


TYPE: PRT 






















h2 7 


:213:- 


ORGANISM ;C 


A. r-tri To i c i a 1 Sequence 














r ; J 1 


:220- 


FEATURE 
























-.2 2 3: 


OTHER INFORMATION 


Descriptio 


n of 


Art L tic 


ra 1 


Soqtre 


r.ceQ peptide' 




-.4 00. 


SEQUENCE : 


13 






















Met G 


1 u I Le Lys 


Ser 


H Ls 


Val Phe 


Phe 


Ser 


Leu 


I le 


A s n 


Irp 


A s p ■ Asp 


o4 I 


1 




5 








1 0 












6 4 5 


e u i 


1 e A s n L y s 


Lys 


I le 


Thr Pro 


Pro 


Phe 


Asn 


Pro 


A s ri 


Val 


Ser Gly 






2 0 


















3 0 






P r ( A 
v j l : 


sn Ciu I.eu 
3 5 

v.- -1m a : .a 


Arg 

A 1 a 


H l S 


Phe Asp 
4 0 

A 1 .1 P \ : e 


Pro 

A.5J p 


G 1 u 


Phe 


Thr 


4 5 


Giw 


Pro Val 



, A N : GM : A : f i : 



lie (. • ( 



^ Outhdlcf YsrI9o7009.lnm 



VERIFICATION SUMMARY 

: ■■• [ '- n r a rr:. : ; ; : : us/o 9 /9 ^ , 009 

::i:-It S-f. : A:\P2 2 5 L7PC.txt. 

:!.:■ :'. : N:\CRF3\O5L52O02\l937009.raw 



lc: (': Ci1. ; Ouihokl V\ris^7< KN.iuni 



5 I 5 0 



